and monitoring of serum levels for eight weeks revealed good tolerance and 
70
The A. fumigatus isolate recovered from biopsy samples taken at the HGUGM 71 after the second petrosectomy (see above), which was named TP1362, was 72 used in subsequent detailed phenotypic and molecular studies. Two A.
73
fumigatus strains from a previous study (21) were used as a control throughout 74 this work , and CR019 (multiazole-resistant)].
76

Molecular characterization of isolates
77
Conidia from each of the aforementioned strains were inoculated into 3 ml of 78 GYEP broth (2% glucose, 0.3% yeast extract, 1% peptone) and grown 79 overnight at 37°C, after which mycelium mats were harvested and DNA was 80 extracted as previously described (9). Species-specific identification was 81 performed by partial PCR amplification and subsequent sequencing of the β-82 tubulin gene, as described elsewhere (1). After confirming the identity of isolate 83 TP1362 as A. fumigatus, the full coding sequences of the cyp51B and cyp51A 84 genes, including the cyp51A promoter, were amplified using the PCR conditions 85 described in Mellado et al. (21) (9, 13, 14, 20, 21) . Specific mutations in cyp51A may 124 result in resistance to one, two, or all three triazoles (9, 13, 14, 21, 24 Azole-resistance due to g1413a mutation has been reported in the UK (13) and
140
France (3). In both cases, the strains carrying the mutation were considered 141 resistant to multiple azoles. Noticeably, we found that the E-test showed a lack 142 of correlation with broth microdilution methods (BMD), especially in the case of 143 itraconazole, as has been described elsewhere (11). It should be noted that
144
ECVs determined using BMD may not be applicable to the results of E-test.
145 Surprisingly, this mutation was previously reported by Manavathu et al. (18, 19), 146 and it was then defined as moderately resistant to itraconazole and 
